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Abstract The capability of Lactobacillus acidophilus and
Lactobacillus fermentum to degrade azo dyes was investi-
gated. The bacteria were incubated under anaerobic condi-
tions in the presence of 6 �g/ml Methyl Red, Ponceau BS,
Orange G, Amaranth, Orange II, and Direct Blue 15; 5 �g/ml
Sudan I and II; or 1.5 �g/ml Sudan III and IV in deMann–
Rogosa–Sharpe broth at 37°C for 36 h, and reduction of the
dyes was monitored. Both bacteria were capable of degrad-
ing all of the water-soluble azo dyes to some extent. They
were also able to completely reduce the oil-soluble diazo
dyes Sudan III and IV but were unable to reduce the oil-sol-
uble monoazo dyes Sudan I and II to any signiWcant degree
in the concentrations studied. Growth of the bacteria was
not signiWcantly aVected by the presence of the Sudan azo
dyes. Metabolites of the bacterial degradation of Sudan III
and IV were isolated and identiWed by liquid chromatogra-
phy electrospray ionization tandem mass spectrometry
analyses and compared with authentic standards. Aniline
and o-toluidine (2-methylaniline), both potentially carcino-
genic aromatic amines, were metabolites of Sudan III and
IV, respectively.
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Abbreviations
DMSO Dimethyl sulfoxide
MRS deMann–Rogosa–Sharpe
HPLC High-performance liquid chromatography
LC/ESI-MS/MS Liquid chromatography electrospray 

ionization tandem mass spectrometry

Introduction

Azo dyes, which are characterized by one or more azo
bonds, are a major group of colorants used in textiles, plas-
tics, pharmaceuticals, cosmetics, and food products [11].
Many synthetic azo dyes can be converted to colorless aro-
matic amines, some of which are carcinogenic, by azore-
ductases that catalyze a nicotinamide adenine dinucleotide
phosphate NAD(P)H-dependent reduction [8]. Many food,
drug, and textile dyes are sulfonated azo dyes, which are
the most prevalent types of chemical dyes in use [7]. Sudan
I, II, III, and IV are a family of oil-soluble azo dyes widely
used in industrial processes for making plastics, printing
inks, waxes, leather, fabrics, and Xoor polishes [2, 4]. These
Sudan dyes are classiWed as category three carcinogens by
the International Agency for Research on Cancer (IARC)
[1]. Although Sudan dyes are not legal for use in foods,
they have been found as contaminants in the food supply
[4, 24, 26]. The level of Sudan dyes in foods is monitored
by international food safety agencies. The recent detection
of Sudan dyes in various food commodities, including hot
chili products, emphasizes the need for toxicological evalu-
ation by regulatory agencies to determine the impact of
these dyes on human health [4, 24, 31].
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Human exposure to azo dyes mainly occurs through
ingestion of food contaminated with the dyes. The human
gastrointestinal tract harbors a complex and diverse micro-
bial community composed of several thousand species [16].
The human intestinal microbiota provide nourishment, reg-
ulate epithelial development, instruct innate immunity, act
as a barrier to colonization of the intestinal tract by patho-
genic bacteria, and metabolize both dietary and in-situ-pro-
duced compounds [6, 7]. These microorganisms also play a
key role in the degradation of azo dyes, with azo reduction
being the most crucial reaction related to toxicity and muta-
genicity [8, 11, 12, 19, 30].

Lactic acid bacteria are normal inhabitants of the digestive
tracts of humans and animals and play an important role in
degrading xenobiotics [20]. Lactobacilli are facultative anaer-
obic or microaerophilic lactic acid bacteria, strictly fermenta-
tive and present throughout the gastrointestinal tract [13]. The
Lactobacillus group represents 1–6% of the intestinal micro-
biota and is essential to the maintenance and restoration of
human health, providing metabolic, nutritional, and protective
functions [15]. Lactobacillus acidophilus and L. fermentum
are predominant lactobacilli in the human intestine and dis-
play probiotic properties [32]. They are the most industrially
important species used in making yogurt and dietary supple-
ments [27]. L. acidophilus is among the most versatile and
practically applied lactobacillus species, commonly used as
starter culture. The bacterium is believed to have a beneWcial
eVect on human health and is found in many probiotic prod-
ucts [23]. L. fermentum is commonly present in fermented
milk products and has been recognized as one of the dominant
microorganisms in sourdough fermentations and in the prepa-
ration of many traditional fermented foods [17, 22]. Azo dyes
are found in many Lactobacillus-fermented food products,
some of which are potentially at risk of being contaminated
with oil-soluble Sudan dyes.

Although a few reports describe the ability of some
lactic acid bacteria to degrade water-soluble azo dyes [28],
little is known about the degradation of oil-soluble azo dyes
by lactic acid bacteria. Furthermore, no report regarding the
degradation of azo dyes by L. acidophilus or L. fermentum
has been published.

The focus of our research is to investigate the biodegra-
dation and bioconversion of azo dyes in food products,
drugs, and cosmetics by the commensal microbiota.
Recently, we demonstrated that human intestinal micro-
biota are able to reduce azo dyes [33, 35]. Furthermore, we
found that Sudan dyes are degraded to form potentially
carcinogenic aromatic amines [35] by human fecal
suspensions. In this study we examined the ability of
L. acidophilus and L. fermentum to degrade azo dyes and
analyzed the metabolites of the bacterial degradation of
Sudan III and IV using liquid chromatography electrospray
ionization tandem mass spectrometry (LC/ESI-MS/MS).

Materials and methods

Chemicals

Methyl Red, Ponceau BS, Orange G, Amaranth, Orange II,
Direct Blue 15, Sudan I (1-[(2,4-dimethylphenyl)azo]-2-
naphthol), Sudan II (1-(phenylazo)-2-naphthol), Sudan III
(1-[4-(phenylazo)phenylazo]-2-naphthol), Sudan IV (o-tol-
yazo-o-tolyazo-�-naphthol), aniline, and o-toluidine (2-
methylaniline) were purchased from Sigma Chemical Co.
Acetonitrile was purchased from J.T. Baker. Dimethyl sulf-
oxide (DMSO) and ethyl acetate were purchased from
Fisher ScientiWc Co. Stock solutions of Methyl Red, Sudan
I, II, III, and IV were made by dissolving each dye in
DMSO (1 mg/ml). Chemical structures of the dyes are
shown in Table 1.

Bacteria and culture conditions

L. acidophilus ATCC 4356 and L. fermentum ATCC 23271
were obtained from the American Type Culture Collection
(ATCC). The strains were preserved for long-term storage
at ¡80°C in 10–15% glycerol stocks and revived as
needed. They were routinely cultured in deMann–Rogosa–
Sharpe (MRS) broth or on MRS agar medium (Becton
Dickinson & Company) at 37°C under an anaerobic atmo-
sphere of 91% nitrogen, 4% hydrogen, and 5% carbon
dioxide in an anaerobic chamber (Coy Laboratory Products,
Inc.) [18]. L. acidophilus and L. fermentum were grown
anaerobically at 37°C in MRS broth supplemented with
various azo dyes. A loopful of each strain was cultured at
37°C for 24 h in an Erlenmeyer Xask containing 100 ml
medium for use as starter culture. Flasks containing 100 ml
MRS broth were inoculated with 1.5 ml of the bacterial
inoculum culture. Azo dye stock solutions were added to
the medium at Wnal concentrations of 6 �g/ml (Methyl Red
and water-soluble azo dyes), 5 �g/ml (Sudan I and II), and
1.5 �g/ml (Sudan III and IV) due to the insolubility of the
dyes, especially the Sudan dyes, and the cultures were incu-
bated at 37°C in an anaerobic chamber for 36 h without agi-
tation. Three control incubations that consisted of sterile
liquid medium, sterile liquid medium with bacteria, and
sterile liquid medium with dyes were used for LC/ESI-MS/
MS analyses. For the eVect of Sudan dye on growth of bac-
terium, only one control (without dye) was included in the
experiment.

Assay of the decolorization of azo dyes by L. acidophilus 
and L. fermentum

For measurements of decolorization of Methyl Red and
water-soluble dyes (Ponceau BS, Orange G, Amaranth,
Orange II, and Direct Blue 15), the cells in the cultures were
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removed by centrifugation at 6,000£g at 4°C for 10 min.
The decolorization of the dyes was determined by measuring
the absorption at the relevant wavelength for each dye
(Table 2). For measurements of decolorization for oil-soluble
Sudan dyes, 3 £ 20 ml samples were collected from the cul-
tures at the end of the incubation time and extracted twice
with equal volumes of ethyl acetate. The extracts were evap-
orated in a rotary evaporator at 40°C, and the trace of solvent
remaining was removed by evaporation at room temperature
overnight. Each residue was dissolved in 4 ml acetonitrile
and Wltered through a 0.2-�m syringe Wlter. Samples of 40 �l
were analyzed with a Hewlett-Packard 1050 high-perfor-
mance liquid chromatograph (HPLC) equipped with a

module variable wavelength detector (detection wavelengths
were 250 and 500 nm), an autosampler, and a reversed-phase
Luna C18 [2] column (150 £ 3.0 mm, particle size 5 �m,
Phenomenex) with a guard column (40 £ 3.0 mm, Phenome-
nex). The mobile phase was composed of a linear gradient of
acetonitrile from 30% to 95% in H2O with 0.1% formic acid
for 40 min. The peak area was used to calculate the concen-
tration of Sudan dyes. Reduction of Sudan dyes in the
cultures was directly determined by monitoring the disap-
pearance of the absorption peak for each dye at 500 nm after
the extraction.

The time-course of Sudan dye degradation by L. aci-
dophilus and L. fermentum was monitored using HPLC and

Table 1 Chemical structures of 
water-soluble and oil-soluble 
azo dyes used in this study

Chemical structure of azo dye Chemical structure of azo dye 

Methyl Red Ponceau BS

Orange G Amaranth 

Orange II 
Direct Blue 15 

Sudan I Sudan II 

Sudan III 
Sudan IV 
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LC/ESI-MS/MS, as described below. Samples (5–10 ml)
were aseptically collected every 4 h and analyzed for
growth and reduction of the dyes. Then, extractions with
ethyl acetate were performed as described above. To deter-
mine whether Sudan dyes inhibited bacterial growth, bacte-
rial density in the cultures was determined by measuring
the optical density (OD) of the cultures at OD600.

Assay of metabolites formed from the biodegradation 
of Sudan dyes by L. acidophilus and L. fermentum

IdentiWcation of the metabolites of Sudan dyes was per-
formed using a similar procedure to that described previ-
ously [35]. LC/ESI-MS/MS analyses were performed on
the ThermoFinnigan Quantum Ultra mass spectrometer
equipped with an Agilent 1100 Series HPLC and diode
array detector (DAD). HPLC was performed with a Prodigy
ODS [3] 2.0 £ 250 mm 5 �m 100 A HPLC column
(Phenomenex). The DAD was scanned from 200 to 550 nm
at 2.5 Hz. The mass spectrometer was operated in the
positive-ion electrospray ionization (ESI) mode with an in-
source collision-induced dissociation (CID) oVset of 0 V.
Other ESI conditions were spray voltage 3.0 kV, capillary
temperature 350°C, sheath gas 50 psi, ion sweep gas 1, and
auxiliary gas 5. For MS/MS, argon collision gas was set at
1.5 mT; Q1 parent ions were alternated between m/z 94,
108, and 160, with a collision energies at 30, 20, and 20 eV,
respectively; and Q3 was scanned m/z 30¡170/0.5 s.
Aromatic amine standards were recovered by the extraction
procedure with ethyl acetate, dried, and then dissolved in a
buVer with acetonitrile and 0.1% formic acid (5:95, v/v),
respectively. Other samples were treated in a similar

fashion. Much of the dried sample was insoluble, so sam-
ples were taken above the precipitate. For analyses of
Sudan azo dye metabolites, the starting buVer was held
20 min, ramped to acetonitrile and 0.1% formic acid (95:5,
v/v), respectively, at 40 min, and held to 70 min. Ethyl ace-
tate extracts of incubation broths in which L. acidophilus
and L. fermentum were incubated with Sudan III and IV
and were dried. The residues were extracted with the start-
ing buVer, and soluble metabolites were analyzed by LC/
ESI-MS/MS. Product ion spectra, retention times, and
ultraviolet (UV) data for metabolites were compared with
those for authentic compounds for identiWcation.

Results

Reduction of azo dyes by L. acidophilus and L. fermentum

Several water- and oil-soluble mono and diazo dyes
(Table 1) were included in the degradation experiments.
After 36 h cultivation, all water-soluble azo dyes were
reduced to some extent in MRS medium by L. acidophilus
and L. fermentum, which indicated that the bacteria were
capable of degrading both monoazo and diazo water-solu-
ble dyes (Table 2). L. acidophilus reduced Methyl Red and
Orange G much quicker than did L. fermentum. However,
both species reduced Ponceau BS, Amaranth, Orange II,
and Direct Blue 15 at similar rates. Table 2 shows that
L. acidophilus and L. fermentum were capable of com-
pletely degrading the oil-soluble diazo dyes Sudan III and
IV at the concentration of 1.5 �g/ml. However, neither
strain was able to degrade the oil-soluble monoazo dyes
Sudan I and II at the concentration of 5 �g/ml. Furthermore,
when the concentration of Sudan I and II in the medium
was decreased to 1.5 �g/ml, no reduction of the dyes by the
bacteria was observed.

Time-course study of the degradation of Sudan III 
and IV by L. acidophilus and L. fermentum and eVects 
of the dyes on the growth of the bacteria

The degradation of the food contaminants Sudan III and IV
by L. acidophilus and L. fermentum was investigated with a
time-course experiment. L. acidophilus and L. fermentum
were inoculated into MRS medium under anaerobic condi-
tions to observe the eVect of these two bacterial species on
decolorization of individual Sudan dyes (Fig. 1). After a lag
of 4 h, Sudan III and IV began to be reduced by L. acidoph-
ilus. Sudan IV was reduced more rapidly than Sudan III.
Approximately 65% of Sudan IV was degraded in 16 h, and
the dye had completely disappeared after 24 h (Fig. 1b).
However, only about 49% of Sudan III was degraded in
16 h, and it took 28–32 h for the bacterium to completely

Table 2 Decolorization of azo dyes by Lactobacillus acidophilus and
L. fermentum

* The cultures were incubated with each of azo dyes at 37°C in an
anaerobic chamber for 36 h without agitation, and data are presented in
percent by the averages from triplicate incubations with standard
deviations of <5%

** No reduction detected

Azo dye Absorption 
max. (nm)

L. acidophilus 
reduction (%)*

L. fermentum 
reduction (%)

Methyl Red 430 100 86

Ponceau BS 502 43 30

Orange G 477 100 73

Amaranth 520 78 61

Orange II 483 65 71

Direct Blue 15 601 87 80

Sudan I 500 –** –

Sudan II 500 – –

Sudan III 500 100 100

Sudan IV 500 100 100
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reduce this dye (Fig. 1a). The diVerence in degradation
rates of Sudan III and IV by L. fermentum was less pro-
nounced, with both dyes being completely metabolized in
24–28 h (Fig. 1c, d).

To understand the eVects of Sudan III and IV on the
growth of L. acidophilus and L. fermentum, the bacterial
density in the media was determined at 600 nm at various
time intervals from 0 to 36 h (Fig. 2). In the medium with-
out Sudan dye, the maximal cell density of L. acidophilus
was obtained after 28 h. In the medium with Sudan III or IV
(1.5 �g/ml), no lag in growth was observed, and a Wnal cell
density similar to that without the dyes was reached
(Fig. 2a). In L. fermentum cultures without dye, maximal
cell density was obtained after 24 h. A small lag in growth
of 1–2 h was observed in cultures with Sudan III or IV, and
Wnal cell densities reached 95% of that without dye
(Fig. 2b). The negligible inhibitions on the growth of
L. acidophilus and L. fermentum by the Sudan dyes
indicated that the dyes were not toxic to the bacteria
(Fig. 2) at low concentration (1.5 �g/ml). Furthermore,

Fig. 1 High-performance liquid chromatography (HPLC) analysis of
Sudan azo degradation and iquid chromatography electrospray ioniza-
tion tandem mass spectrometry (LC/ESI-MS) analysis of metabolites by
Lactobacillus acidophilus and L. fermentum. a Sudan III by L. acidoph-
ilus, b Sudan IV by L. acidophilus, c Sudan III by L. fermentum, d Sudan
IV by L. fermentum. Concentration of Sudan azo dyes was 1.5 �g/ml
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Fig. 2 EVects of Sudan azo dyes on growth of a Lactobacillus
acidophilus and b L. fermentum . Concentration of Sudan azo dyes was
1.5 �g/ml
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diazo Sudan dyes at higher concentration (5 �g/ml) did not
signiWcantly inhibit the growth of strains. In a similar
experiment, the speed of bacterial cell growth of L. aci-
dophilus and L. fermentum was not aVected by the presence
of Sudan I or II in the medium (not shown).

IdentiWcation of metabolites of Sudan III and IV 
by L. acidophilus and L. fermentum using LC/ESI-MS/MS

The metabolite from Sudan III was identiWed as aniline,
based on a retention time of 4.1 min and a product ion mass
spectrum identical to that of the standard (Fig. 3a–c). The
protonated molecule at m/z 94 was fragmented to give ions
at m/z 77 [MH+-17] and 51. The metabolite from Sudan IV
was identiWed as o-toluidine based on a retention time of
7.5 min and a product ion mass spectrum identical to the
standard (Fig. 3d–f). The protonated molecule at m/z 108
was fragmented to give ions at m/z 93 [MH+-15], 91 [MH+-
17], and 65. 1-Amino-2-naphthol from all tested Sudan
dyes, 1,4-phenylenediamine from Sudan III, and 2,5-diami-
notoluene from Sudan IV (Table 1) could not be detected in
the extracted samples as demonstrated in samples inocu-
lated with human fecal suspension [35]. Areas of the pro-
tonated molecules from LC/ESI-MS/MS data were used to
determine the amounts of aniline and o-toluidine in cultures
over time. This conWrmed that the amounts of aniline and
o-toluidine increased as Sudan III and IV, respectively,
disappeared (Fig. 1).

Discussion

L. acidophilus and L. fermentum were able to degrade
both monoazo and diazo water-soluble dyes in a manner
similar to that of Lactobacillus casei TISTR 1500 [28].
Previously, it was demonstrated that water-soluble azo
dyes can freely move in medium, pass through cell
walls more easily than water-insoluble azo dyes, and are
degraded by azoreductases in several other bacteria [8].
L. acidophilus and L. fermentum were only able to
degrade diazo Sudan III and IV dyes but not monoazo
Sudan I and II dyes. This implies that these strains may
have a preference for reducing oil-soluble diazo Sudan
dyes over oil-soluble monoazo Sudan dyes, which is
diVerent from the results seen with fecal suspension inoc-
ula. As a bacterial consortium, intestinal microbiota were
not only able to slowly reduce diazo Sudan III and IV
dyes but also monoazo Sudan I and II dyes [35].

The Sudan dyes were not toxic to the growth of
L. acidophilus and L. fermentum at the concentrations
tested, which is similar to results obtained with two human
commensal bacteria, Staphylococcus aureus [9] and
Enterococcus faecalis [10] on water-soluble azo dyes and

to results obtained with a human fecal consortium on Sudan
dyes [35]. Sudan III was reduced by L. acidophilus and
L. fermentum, resulting in the release of aniline (Figs. 1a, c,
3a, b). Aniline is considered hazardous because of its toxicity
and carcinogenicity [3, 5]. Experimental animals that were
dosed with aniline in feed developed cancer of the spleen
[34]. Aniline exposure induces lipid peroxidation and

Fig. 3 Product ion spectra (m/z 94 at 30 eV) of metabolites from
Sudan III with a Lactobacillus acidophilus or b L. fermentum, and
c aniline standard, all eluting at 4.12 min. Product ion spectra (m/z
108 at 20 eV) of metabolites from Sudan IV with d L. acidophilus
or e L. fermentum, and f o-toluidine standard, all eluting at 7.52 min
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protein oxidation in the spleen, and an association between
release of free iron and oxidative DNA damage, which
could lead to mutagenic and/or carcinogenic responses in
the spleen [34]. o-Toluidine (2-methylaniline), a metabolite
of Sudan IV produced by L. acidophilus and L. fermentum
(Figs. 1b, d, 3d, e), is metabolized in vivo into a number of
compounds, some of which are active genotoxins [1]. It
induces aneuploidy in both fungi and mammalian cultured
cells and also produces DNA damage and causes cell trans-
formation [21, 25]. o-Toluidine has been demonstrated to
be a carcinogen in mice and rats and is a suspected human
carcinogen [29]. It has a wide range of genetic eVects and is
a clastogen on prolonged exposure [14]. o-Toluidine has
been classiWed by the US Environmental Protection Agency
(EPA) as a probable human carcinogen.

In conclusion, our results demonstrated that L. acidophi-
lus and L. fermentum are capable of degrading the diazo
oil-soluble Sudan III and IV, producing potentially toxic
aromatic amines. In addition, these bacteria are able to
degrade both monoazo and diazo water-soluble dyes. Fur-
ther investigations are needed on the metabolic mechanism
of azo dyes in lactobacilli and the food contaminant issues
of Sudan dyes, along with the potential for producing toxic
metabolites.

Acknowledgments We thank Drs. Robin L. Stingley, Bruce
D. Erickson, and Jinhui Feng for their critical review of the manu-
script. This study was funded by the OYce of Women’s Health and the
National Center for Toxicological Research, US Food and Drug
Administration, and supported in part by an appointment (HX) to the
Postgraduate Research Fellowship Program by the Oak Ridge Institute
for Science and Education through an interagency agreement between
the US Department of Energy and the US Food and Drug Administra-
tion. The views presented in this article do not necessarily reXect those
of the Food and Drug Administration.

References

1. (1982) ortho-Toluidine and ortho-toluidine hydrochloride. IARC
Monogr Eval Carcinog Risk Chem Hum 27:155–175

2. An Y, Jiang L, Cao J, Geng C, Zhong L (2007) Sudan I induces
genotoxic eVects and oxidative DNA damage in HepG2 cells.
Mutat Res 627:164–170

3. Bomhard EM, Herbold BA (2005) Genotoxic activities of aniline
and its metabolites and their relationship to the carcinogenicity of
aniline in the spleen of rats. Crit Rev Toxicol 35:783–835

4. Calbiani F, Careri M, Elviri L, Mangia A, Pistara L, Zagnoni I
(2004) Development and in-house validation of a liquid chroma-
tography-electrospray-tandem mass spectrometry method for the
simultaneous determination of Sudan I, Sudan II, Sudan III and
Sudan IV in hot chilli products. J Chromatogr A 1042:123–130

5. Cardaba B, del Pozo V, Gallardo S, Palomino P, Posada M, Lahoz
C (2006) Genetic approaches in the understanding of Toxic Oil
Syndrome. Toxicol Lett 161:83–88

6. Cerniglia CE, Kotarski S (2005) Approaches in the safety evalua-
tions of veterinary antimicrobial agents in food to determine the
eVects on the human intestinal microXora. J Vet Pharmacol Ther
28:3–20

7. Cerniglia CE, Zhuo Z, Manning BW, Federle TW, HeXich RH
(1986) Mutagenic activation of the benzidine-based dye direct
black 38 by human intestinal microXora. Mutat Res 175:11–16

8. Chen H (2006) Recent advances in azo dye degrading enzyme
research. Curr Protein Pept Sci 7:101–111

9. Chen H, Hopper SL, Cerniglia CE (2005) Biochemical and
molecular characterization of an azoreductase from Staphylococ-
cus aureus, a tetrameric NADPH-dependent Xavoprotein.
Microbiology 151:1433–1441

10. Chen H, Wang RF, Cerniglia CE (2004) Molecular cloning,
overexpression, puriWcation, and characterization of an aerobic
FMN-dependent azoreductase from Enterococcus faecalis. Protein
Expr Purif 34:302–310

11. Chung KT (1983) The signiWcance of azo-reduction in the muta-
genesis and carcinogenesis of azo dyes. Mutat Res 114:269–281

12. Chung KT, Fulk GE, Egan M (1978) Reduction of azo dyes by
intestinal anaerobes. Appl Environ Microbiol 35:558–562

13. Claesson MJ, van Sinderen D, O’Toole PW (2007) The genus
Lactobacillus––a genomic basis for understanding its diversity.
FEMS Microbiol Lett 269:22–28

14. Danford N (1991) The genetic toxicology of ortho-toluidine.
Mutat Res 258:207–236

15. Delgado S, Suarez A, Mayo B (2007) Dominant cultivable Lacto-
bacillus species from the feces of healthy adults in northern Spain.
Int Microbiol 10:141–145

16. Eckburg PB, Bik EM, Bernstein CN, Purdom E, Dethlefsen L et al
(2005) Diversity of the human intestinal microbial Xora. Science
308:1635–1638

17. Egervarn M, Danielsen M, Roos S, Lindmark H, Lindgren S
(2007) Antibiotic susceptibility proWles of Lactobacillus reuteri
and Lactobacillus fermentum. J Food Prot 70:412–418

18. Elkins CA, Mullis LB (2004) Bile-mediated aminoglycoside
sensitivity in Lactobacillus species likely results from increased
membrane permeability attributable to cholic acid. Appl Environ
Microbiol 70:7200–7209

19. Golka K, Kopps S, Myslak ZW (2004) Carcinogenicity of azo col-
orants: inXuence of solubility and bioavailability. Toxicol Lett
151:203–210

20. Haberer P, du Toit M, Dicks LM, Ahrens F, Holzapfel WH (2003)
EVect of potentially probiotic lactobacilli on faecal enzyme activ-
ity in minipigs on a high-fat, high-cholesterol diet––a preliminary
in vivo trial. Int J Food Microbiol 87:287–291

21. Jodynis-Liebert J, Murias M (2002) Modulation of antioxidant
defence system by dietary fat in rats intoxicated with o-toluidine.
Hum Exp Toxicol 21:659–665

22. Lara-Villoslada F, Sierra S, Diaz-Ropero MP, Rodriguez JM,
Xaus J, Olivares M (2009) Safety assessment of Lactobacillus
fermentum CECT5716, a probiotic strain isolated from human
milk. J Dairy Res 76:216–221

23. Macouzet M, Lee BH, Robert N (2009) Production of conjugated
linoleic acid by probiotic Lactobacillus acidophilus La-5. J Appl
Microbiol

24. Mazzetti M, Fascioli R, Mazzoncini I, Spinelli G, Morelli I,
Bertoli A (2004) Determination of 1-phenylazo-2-naphthol
(Sudan I) in chilli powder and in chilli-containing food products
by GPC clean-up and HPLC with LC/MS conWrmation. Food
Addit Contam 21:935–941

25. Ohkuma Y, Kawanishi S (1999) Oxidative DNA damage by a
metabolite of carcinogenic and reproductive toxic nitrobenzene in
the presence of NADH and Cu(II). Biochem Biophys Res
Commun 257:555–560

26. Petigara BR, Scher AL (2007) Direct method for determination of
Sudan I in FD&C Yellow No. 6 and D&C Orange No. 4 by
reversed-phase liquid chromatography. J AOAC Int 90:1373–1378

27. Pfeiler EA, Klaenhammer TR (2007) The genomics of lactic acid
bacteria. Trends Microbiol 15:546–553
123



1466 J Ind Microbiol Biotechnol (2009) 36:1459–1466
28. Seesuriyachan P, Takenaka S, Kuntiya A, Klayraung S, Murakami
S, Aoki K (2007) Metabolism of azo dyes by Lactobacillus casei
TISTR 1500 and eVects of various factors on decolorization.
Water Res 41:985–992

29. Sellers C, Markowitz S (1992) Reevaluating the carcinogenicity of
ortho-toluidine: a new conclusion and its implications. Regul
Toxicol Pharmacol 16:301–317

30. Stolz A (2001) Basic and applied aspects in the microbial degrada-
tion of azo dyes. Appl Microbiol Biotechnol 56:69–80

31. Uematsu Y, Ogimoto M, Kabashima J, Suzuki K, Ito K (2007)
Fast cleanup method for the analysis of Sudan I-IV and para red in
various foods and paprika color (oleoresin) by high-performance
liquid chromatography/diode array detection: focus on removal of
fat and oil as fatty acid methyl esters prepared by transesteriWca-
tion of acylglycerols. J AOAC Int 90:437–445

32. Velez MP, De Keersmaecker SC, Vanderleyden J (2007) Adher-
ence factors of Lactobacillus in the human gastrointestinal tract.
FEMS Microbiol Lett 276:140–148

33. Wang RF, Chen H, Paine DD, Cerniglia CE (2004) Microarray
method to monitor 40 intestinal bacterial species in the study of
azo dye reduction. Biosens Bioelectron 20:699–705

34. Wu X, Kannan S, Ramanujam VM, Khan MF (2005) Iron release
and oxidative DNA damage in splenic toxicity of aniline. J Toxicol
Environ Health A 68:657–666

35. Xu H, Heinze TM, Chen S, Cerniglia CE, Chen H (2007) Anaero-
bic metabolism of 1-amino-2-naphthol-based azo dyes (Sudan
dyes) by human intestinal microXora. Appl Environ Microbiol
73:7759–7762
123


	Decolorization of water and oil-soluble azo dyes by Lactobacillus acidophilus and Lactobacillus fermentum
	Abstract
	Introduction
	Materials and methods
	Chemicals
	Bacteria and culture conditions
	Assay of the decolorization of azo dyes by L. acidophilus and L. fermentum
	Assay of metabolites formed from the biodegradation of Sudan dyes by L. acidophilus and L. fermentum

	Results
	Reduction of azo dyes by L. acidophilus and L. fermentum
	Time-course study of the degradation of Sudan III and IV by L. acidophilus and L. fermentum and eVects of the dyes on the growth of the bacteria
	IdentiWcation of metabolites of Sudan III and IV by L. acidophilus and L. fermentum using LC/ESI-MS/MS

	Discussion
	References




<<
  /ASCII85EncodePages false
  /AllowTransparency false
  /AutoPositionEPSFiles true
  /AutoRotatePages /None
  /Binding /Left
  /CalGrayProfile (None)
  /CalRGBProfile (sRGB IEC61966-2.1)
  /CalCMYKProfile (ISO Coated v2 300% \050ECI\051)
  /sRGBProfile (sRGB IEC61966-2.1)
  /CannotEmbedFontPolicy /Error
  /CompatibilityLevel 1.3
  /CompressObjects /Off
  /CompressPages true
  /ConvertImagesToIndexed true
  /PassThroughJPEGImages true
  /CreateJDFFile false
  /CreateJobTicket false
  /DefaultRenderingIntent /Perceptual
  /DetectBlends true
  /ColorConversionStrategy /sRGB
  /DoThumbnails true
  /EmbedAllFonts true
  /EmbedJobOptions true
  /DSCReportingLevel 0
  /SyntheticBoldness 1.00
  /EmitDSCWarnings false
  /EndPage -1
  /ImageMemory 524288
  /LockDistillerParams true
  /MaxSubsetPct 100
  /Optimize true
  /OPM 1
  /ParseDSCComments true
  /ParseDSCCommentsForDocInfo true
  /PreserveCopyPage true
  /PreserveEPSInfo true
  /PreserveHalftoneInfo false
  /PreserveOPIComments false
  /PreserveOverprintSettings true
  /StartPage 1
  /SubsetFonts false
  /TransferFunctionInfo /Apply
  /UCRandBGInfo /Preserve
  /UsePrologue false
  /ColorSettingsFile ()
  /AlwaysEmbed [ true
  ]
  /NeverEmbed [ true
  ]
  /AntiAliasColorImages false
  /DownsampleColorImages true
  /ColorImageDownsampleType /Bicubic
  /ColorImageResolution 150
  /ColorImageDepth -1
  /ColorImageDownsampleThreshold 1.50000
  /EncodeColorImages true
  /ColorImageFilter /DCTEncode
  /AutoFilterColorImages false
  /ColorImageAutoFilterStrategy /JPEG
  /ColorACSImageDict <<
    /QFactor 0.76
    /HSamples [2 1 1 2] /VSamples [2 1 1 2]
  >>
  /ColorImageDict <<
    /QFactor 0.76
    /HSamples [2 1 1 2] /VSamples [2 1 1 2]
  >>
  /JPEG2000ColorACSImageDict <<
    /TileWidth 256
    /TileHeight 256
    /Quality 30
  >>
  /JPEG2000ColorImageDict <<
    /TileWidth 256
    /TileHeight 256
    /Quality 30
  >>
  /AntiAliasGrayImages false
  /DownsampleGrayImages true
  /GrayImageDownsampleType /Bicubic
  /GrayImageResolution 150
  /GrayImageDepth -1
  /GrayImageDownsampleThreshold 1.50000
  /EncodeGrayImages true
  /GrayImageFilter /DCTEncode
  /AutoFilterGrayImages true
  /GrayImageAutoFilterStrategy /JPEG
  /GrayACSImageDict <<
    /QFactor 0.76
    /HSamples [2 1 1 2] /VSamples [2 1 1 2]
  >>
  /GrayImageDict <<
    /QFactor 0.15
    /HSamples [1 1 1 1] /VSamples [1 1 1 1]
  >>
  /JPEG2000GrayACSImageDict <<
    /TileWidth 256
    /TileHeight 256
    /Quality 30
  >>
  /JPEG2000GrayImageDict <<
    /TileWidth 256
    /TileHeight 256
    /Quality 30
  >>
  /AntiAliasMonoImages false
  /DownsampleMonoImages true
  /MonoImageDownsampleType /Bicubic
  /MonoImageResolution 600
  /MonoImageDepth -1
  /MonoImageDownsampleThreshold 1.50000
  /EncodeMonoImages true
  /MonoImageFilter /CCITTFaxEncode
  /MonoImageDict <<
    /K -1
  >>
  /AllowPSXObjects false
  /PDFX1aCheck false
  /PDFX3Check false
  /PDFXCompliantPDFOnly false
  /PDFXNoTrimBoxError true
  /PDFXTrimBoxToMediaBoxOffset [
    0.00000
    0.00000
    0.00000
    0.00000
  ]
  /PDFXSetBleedBoxToMediaBox true
  /PDFXBleedBoxToTrimBoxOffset [
    0.00000
    0.00000
    0.00000
    0.00000
  ]
  /PDFXOutputIntentProfile (None)
  /PDFXOutputCondition ()
  /PDFXRegistryName (http://www.color.org?)
  /PDFXTrapped /False

  /Description <<
    /ENU <>
    /DEU <>
  >>
>> setdistillerparams
<<
  /HWResolution [2400 2400]
  /PageSize [5952.756 8418.897]
>> setpagedevice


